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Research Funding

2020-2022 NSF BCS 1945782. “Genetic evidence on the deep history of human populations.” (AR
Rogers, PI; T Webster, Co-PI) Amount: $267,670.

2016–2019 NSF BCS 1638840. “Effect of archaic admixture on modern human adaptations.” (AR
Rogers, PI) Amount: $175,000.

2013 NSF BCS 1321412. “Did hunting or climate change cause a Late Holocene bottleneck
in California Tule Elk? An integrated test using ancient DNA and stable isotopes.” (J
Broughton, PI; AR Rogers & JB Coltrain, Co-PIs) Amount: $203,716.

2005 NSF 0343198. Demography of the Tchimba of Northwest Namibia (AR Rogers, PI).
Funded Steven Josephson’s field work. Amount: $30,314.

2002 NSF SBR–0218338. Collaborative research: mobile elements and primate evolution (LB
Jorde, PI). Provides summer salary for 5 years, and paid for a computer programmer.

1999 NIH GM59290 Population genetics of mobile elements. (LB Jorde, PI) provides 50%
release from teaching for 4 years.

1995 NSF 9512178. “Acquisition of Equipment for Automated DNA Sequencing.” (LB Jorde,
PI) Amount: $112,932.

1993 Supplement to NSF grant DBS–9310105 for purchase of PCR machine. Amount: $5,400.
[The University of Utah contributed an additional $5,400.]

1993 NSF DBS–9310105. 2-year continuation of “Molecular Genetic Studies of Human Evolu-
tionary History.” Amount: $192,522.

1992 NSF DBS–9211255 1-year project “Molecular Genetic Studies of Human Evolutionary
History.” Amount: $90,709.

1991 Grant from the College of Social and Behavioral Sciences, University of Utah, for a study
of age-differences in rates of time preference. Amount: $1,200.

1988–1993 NIH grant MGN 1 R29 GM39593: Structured emigration and genetic population differ-
ences. Funding for first year: $57,805.
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Presentations

Oct 2014 How population growth affects linkage disequilibrium. American Society of Human Ge-
netics. San Diego, CA. (poster)

Nov 2014 Bias in estimates of archaic admixture. Utah Molecular Evolution Retreat. Deer Valley,
UT.

Oct 2015 The recent history of human population size. American Society of Human Genetics. Bal-
timore, MD. (poster)

Apr 2016 Allele sharing between archaic and modern humans. American Association of Physical
Anthropologists. Atlanta, GA.

May 2016 Bias in estimates of archaic admixture. Society of Molecular Biology and Evolution Satel-
lite Meeting on the Genetics of Admixed Populations. San Antonio, TX. (poster)

Nov 2016 Legofit: a new estimator of the history of population size and admixture. Southwest Asso-
ciation of Biological Anthropologists. Arizona State University. (poster)

April 2017 Genetic evidence for an archaic human diaspora. American Association of Physical An-
thropologists. New Orleans, LA.

July 2017 The origin of Neanderthals and Denisovans. Society for Molecular Biology and Evolution.
Austin, TX.

Feb 2018 Hyperarchaic admixture into Denisovans. Invited lecture, University of Utah.

Feb 2018 Hyperarchaic admixture into Denisovans. Invited lecture, Rutgers University.

Feb 2018 Hyperarchaic admixture into Denisovans. Invited lecture, University of Utah.

April 2018 Genetic evidence for early separation of Neanderthals and Denisovans and an early archaic
bottleneck. American Association of Physical Anthropologists. Austin, TX.

Sept 2018 The early history of Neanderthals and Denisovans. International Symposium on Biomolec-
ular Archaeology. Jena, Germany.

Mar 2019 Superarchaic admixture confirms a deep separation of Neanderthals and Denisovans. Amer-
ican Association of Physical Anthropologists. Cleveland, OH.

Nov 2019 Neanderthal-Denisovan ancestors interbred with a distantly-related hominin. Southwest
Association of Biological Anthropologists, Arizona State University.

Apr 2019 Neanderthal-Denisovan ancestors interbred with a distantly-related hominin. American
Association of Physical Anthropologists. Los Angeles; moved online at https://meeting.
physanth.org/registration/286033.

Mar 2021 Neanderthal-Denisovan ancestors interbred with a distantly-related hominin. Dept. of
Bioinformatics and genomics, UNC-Charlotte. Invited lecture.
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